[Cloning and characterization of two MADS box genes from peach (Prunus persica)].
With the aim of finding genes involved in the floral transition of Prunus species (Prunus sp.), the EST (expressed sequence tags) sequences were extracted from the public databases. Eight MADS box genes' cDNAs were obtained. Two of them, PpMADS4 and PpMADS6 (The accession numbers in GenBank are AY705972 and AY705973), were cloned from peach (Prunus persica). The full length cDNA of PpMADS4 is 850 bp long. It contains an open reading frame of 732 bp, coding for a polypeptide of 243 amino acids. The full length cDNA of PpMADS6 is 1,190 bp long. It contains an open reading frame of 768 bp coding for a polypeptide of 256 amino acids. PpMADS4 closely resembles the Arabidopsis AGAMOUS gene. It is an AGAMOUS-like C class MADS box gene, and it expresses in petal, carpel, fruit and nutlet as demonstrated by RT-PCR analysis. PpMADS6 is likely to be the peach orthologue of the Petunia PFG genes and it is an A class MADS box gene. It has been shown with RT-PCR that it expresses in leaf, sepal, petal, carpel and fruit. It may be involved in the transition from the juvenile to the adult stage.